. Principal component analysis (PCA) score scatter plot (a) of the metabolic fingerprinting data (direct injection mass spectrometry m/z values) obtained from Lithops aucampiae sampled at pre-dusk and pre-dawn. The percent of the variation explained by each component is given. (b) molecular mass ions (m/z) differing the most between pre-dusk and pre-dawn samples. The molecular weight of malate is highlighted. -10 -5 0 5 10 -16 -12 -8 -4 0 4 8 12 16 PC2 (23%) PC1 (49%) pre-dawn pre-dusk pre-dawn pre-dawn pre-dawn pre-dusk pre-dusk pre-dusk SIMCA-P+ 12 -2009-02-20 16:25:47 (UTC+0) a -10 -5 0 5 10 15 60.2 80.9 108.9 127.1 146.9 169 189.7 211 233.2 256.8 280 303.9 328 360.8 395.1 449.8 519.1 754.9 Score Contribution (positive = pre-dawn; negative = pre-dusk) m/z 191 115 111 133 341.1 286.9 162.9 147 135.9
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